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1.1 WHAT IS DOELAN ? 1

What is Doelan ?

Welcome to Doelan

Get Doelan 1.0.1
¥ |/ Download Doelan 1.0.1

* System Requirements
* Installation Instructions
* QuickStart tutorial

Doelan is an automated tool to check the quality of produced DNA microarrays. This software is based
on the execution of TestSuites on quality control data to validate batches of chips. The reports generated
by Doelan will help microarray platforms in their quality approach such as ISO 9001 certification. Doelan
application is written with Java programming language, works with a plug-in system that allows everyone
to add is own validation test and is distributed under the GNU General Public License .

Production of glass slide microarrays requires the spotting of a large number of probes. In this process,
many factors can influence the success of the spotting (i.e. blocked spotting pin, glass slides...); so
controlling the quality of the spotting process is a required step before to distribute chips to the user. Up
to now, it was quite difficult for the quality control manager to check if the spotting of chips was good or
bad: many different parameters as spot diameters, heterogeneous spots or absent spots had to be
manually considered to reach a decision. In addition, it is a very subjective step, so that the opinion about
a batch may differ between two quality control managers. Using manually defined criterias for microarray
quality, Doelan allows an automated expertise of the quality of a batch of slides and makes automatically
the decision of validation or rejection of the batch.

The principle of Doelan is based on TestSuites. A TestSuite is a set of tests, which are dedicated to a
specific features (for example spot diameter). The microarray designer creates the TestSuites and sets the
parameters (i.e. minimal and maximal values, thresholds...) of each test to validate a chip. Several
TestSuites can be created according to the type of validation experiment chosen as sybergreen, universal
RNA hybridisation or a "real" experiment. The fail of one of the tests leads to the fail of the TestSuite,
and consequently to the rejection of all the batch of chips. Doelan is bundled with many tests. These tests
can deal with various features of the chips such as spot diameter, spot flags, spot heterogeneity, saturated
pixels of the spots... In addition to this standard tests, the Doelan plug-in system with Java programming
allows one to set up new kind of test to fulfil specific needs.
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1.2 SCREENSHOTS 2

12 Screenshots

Screenshots

This is some screenshots of Doelan on several operating systems:
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1.3 LICENSE 3

13 License

Project License

GNU GENERAL PUBLI C LI CENSE
Version 2, June 1991

Copyright (C 1989, 1991 Free Software Foundation, |nc

59 Tenple Place, Suite 330, Boston, MA 02111-1307 USA
Everyone is pernmitted to copy and distribute verbati m copies
of this license docunent, but changing it is not allowed.

Pr eanbl e

The licenses for nost software are designed to take away your
freedomto share and change it. By contrast, the GNU General Public
License is intended to guarantee your freedomto share and change free
software--to make sure the software is free for all its users. This
General Public License applies to nost of the Free Software
Foundation's software and to any other program whose authors comit to
using it. (Some other Free Software Foundation software is covered by
the GNU Library General Public License instead.) You can apply it to
your prograns, too.

When we speak of free software, we are referring to freedom not
price. Qur General Public Licenses are designed to nmake sure that you
have the freedomto distribute copies of free software (and charge for
this service if you wish), that you receive source code or can get it
if you want it, that you can change the software or use pieces of it
in new free prograns; and that you know you can do these things.

To protect your rights, we need to make restrictions that forbid
anyone to deny you these rights or to ask you to surrender the rights.
These restrictions translate to certain responsibilities for you if you
distribute copies of the software, or if you nodify it.

For exanmple, if you distribute copies of such a program whether
gratis or for a fee, you must give the recipients all the rights that
you have. You nust meke sure that they, too, receive or can get the
source code. And you nust show themthese terns so they know their
rights.

We protect your rights with two steps: (1) copyright the software, and
(2) offer you this license which gives you | egal perm ssion to copy,
distribute and/or nmodify the software.

Al so, for each author's protection and ours, we want to make certain
that everyone understands that there is no warranty for this free

software. |If the software is nodified by soneone el se and passed on, we
want its recipients to know that what they have is not the original, so
that any problens introduced by others will not reflect on the origina

aut hors' reputations.
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1.3 LICENSE

Finally, any free programis threatened constantly by software
patents. W wish to avoid the danger that redistributors of a free
programw || individually obtain patent |icenses, in effect making the
program proprietary. To prevent this, we have made it clear that any
patent nust be licensed for everyone's free use or not licensed at all

The precise terms and conditions for copying, distribution and
nodi fication foll ow

GNU GENERAL PUBLI C LI CENSE
TERVS AND CONDI TI ONS FOR COPYI NG, DI STRI BUTI ON AND MCDI FI CATI ON

0. This License applies to any program or other work which contains
a notice placed by the copyright holder saying it may be distributed
under the ternms of this General Public License. The "Prograni, bel ow,
refers to any such programor work, and a "work based on the Progrant
neans either the Programor any derivative work under copyright |aw
that is to say, a work containing the Programor a portion of it,
either verbatimor with nodifications and/or translated into another
| anguage. (Hereinafter, translation is included without limtation in
the term"nodification".) Each |licensee is addressed as "you".

Activities other than copying, distribution and nodification are not
covered by this License; they are outside its scope. The act of
running the Programis not restricted, and the output fromthe Program
is covered only if its contents constitute a work based on the
Program (i ndependent of having been made by running the Program

Whet her that is true depends on what the Program does.

1. You nmay copy and distribute verbati mcopies of the Prograns
source code as you receive it, in any medium provided that you
conspi cuously and appropriately publish on each copy an appropriate
copyright notice and disclaimer of warranty; keep intact all the
notices that refer to this License and to the absence of any warranty;
and give any other recipients of the Programa copy of this License
along with the Program

You may charge a fee for the physical act of transferring a copy, and
you may at your option offer warranty protection in exchange for a fee

2. You may nodi fy your copy or copies of the Program or any portion
of it, thus forming a work based on the Program and copy and
distribute such nodifications or work under the ternms of Section 1
above, provided that you also neet all of these conditions

a) You nust cause the nodified files to carry prom nent notices
stating that you changed the files and the date of any change

b) You nust cause any work that you distribute or publish, that in
whole or in part contains or is derived fromthe Program or any
part thereof, to be licensed as a whole at no charge to all third
parties under the terns of this License

c) If the nodified programnormally reads conmands interactively
when run, you nust cause it, when started running for such
interactive use in the nost ordinary way, to print or display an
announcerent including an appropriate copyright notice and a
notice that there is no warranty (or else, saying that you provide
a warranty) and that users may redistribute the program under
these conditions, and telling the user howto view a copy of this
License. (Exception: if the Programitself is interactive but
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1.3 LICENSE

does not normally print such an announcenent, your work based on
the Programis not required to print an announcenent.)

These requirenments apply to the nodified work as a whole. |If
identifiable sections of that work are not derived fromthe Program

and can be reasonably consi dered i ndependent and separate works in
themsel ves, then this License, and its ternms, do not apply to those
sections when you distribute themas separate works. But when you
distribute the sane sections as part of a whole which is a work based

on the Program the distribution of the whole nust be on the terns of
this License, whose permissions for other |licensees extend to the

entire whole, and thus to each and every part regardl ess of who wote it.

Thus, it is not the intent of this section to claimrights or contest
your rights to work witten entirely by you; rather, the intent is to
exercise the right to control the distribution of derivative or
col l ective works based on the Program

I'n addition, nere aggregation of another work not based on the Program
with the Program (or with a work based on the Program) on a vol ume of
a storage or distribution nmedium does not bring the other work under
the scope of this License

3. You may copy and distribute the Program (or a work based on it,
under Section 2) in object code or executable formunder the terns of
Sections 1 and 2 above provided that you also do one of the follow ng:

a) Acconpany it with the conplete correspondi ng machi ne-readabl e
source code, which nust be distributed under the terms of Sections
1 and 2 above on a nedium custonarily used for software interchange; or,

b) Acconpany it with a witten offer, valid for at |least three
years, to give any third party, for a charge no nore than your
cost of physically perform ng source distribution, a conplete
machi ne-r eadabl e copy of the correspondi ng source code, to be
distributed under the terms of Sections 1 and 2 above on a medi um
customarily used for software interchange; or,

c) Acconpany it with the information you received as to the offer
to distribute correspondi ng source code. (This alternative is

al l owed only for noncomercial distribution and only if you

recei ved the programin object code or executable formw th such
an offer, in accord with Subsection b above.)

The source code for a work nmeans the preferred formof the work for
maki ng nodifications to it. For an executable work, conplete source
code neans all the source code for all nodules it contains, plus any
associated interface definition files, plus the scripts used to
control conpilation and installation of the executable. However, as a
speci al exception, the source code distributed need not include
anything that is normally distributed (in either source or binary
form with the major conmponents (conpiler, kernel, and so on) of the
operating systemon which the executable runs, unless that conponent
itself acconpani es the executable.

If distribution of executable or object code is nade by offering
access to copy froma designated place, then offering equival ent
access to copy the source code fromthe sane place counts as

di stribution of the source code, even though third parties are not
conpel l ed to copy the source along with the object code

4. You may not copy, nodify, sublicense, or distribute the Program
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1.3 LICENSE

except as expressly provided under this License. Any attenpt
otherwi se to copy, nmodify, sublicense or distribute the Programis
void, and will automatically term nate your rights under this License
However, parties who have received copies, or rights, fromyou under
this License will not have their licenses term nated so | ong as such
parties remain in full conpliance

5. You are not required to accept this License, since you have not
signed it. However, nothing else grants you perm ssion to nodify or
distribute the Programor its derivative works. These actions are
prohibited by law if you do not accept this License. Therefore, by
nodi fying or distributing the Program (or any work based on the
Progran), you indicate your acceptance of this License to do so, and
all its ternms and conditions for copying, distributing or nodifying
the Program or works based on it.

6. Each tine you redistribute the Program (or any work based on the
Progran), the recipient automatically receives a license fromthe
original licensor to copy, distribute or nodify the Program subject to
these terns and conditions. You may not inpose any further
restrictions on the recipients' exercise of the rights granted herein
You are not responsible for enforcing conpliance by third parties to
this License.

7. I1f, as a consequence of a court judgnment or allegation of patent
infringement or for any other reason (not linted to patent issues),
conditions are inposed on you (whether by court order, agreement or
ot herwi se) that contradict the conditions of this License, they do not
excuse you fromthe conditions of this License. |f you cannot
distribute so as to satisfy simultaneously your obligations under this
Li cense and any ot her pertinent obligations, then as a consequence you
may not distribute the Programat all. For exanple, if a patent
license would not permt royalty-free redistribution of the Program by
all those who receive copies directly or indirectly through you, then
the only way you could satisfy both it and this License would be to
refrain entirely fromdistribution of the Program

If any portion of this section is held invalid or unenforceabl e under
any particular circunstance, the balance of the section is intended to
apply and the section as a whole is intended to apply in other

ci rcumst ances.

It is not the purpose of this section to induce you to infringe any
patents or other property right clains or to contest validity of any
such clainms; this section has the sole purpose of protecting the
integrity of the free software distribution system which is

i mpl enented by public license practices. Many peopl e have made
generous contributions to the wi de range of software distributed
through that systemin reliance on consistent application of that
system it is up to the author/donor to decide if he or she is willing
to distribute software through any other systemand a |icensee cannot

i mpose that choice.

This section is intended to nmake thoroughly clear what is believed to
be a consequence of the rest of this License

8. If the distribution and/or use of the Programis restricted in
certain countries either by patents or by copyrighted interfaces, the
original copyright holder who places the Program under this License
may add an explicit geographical distribution limtation excluding
those countries, so that distribution is permtted only in or anpng
countries not thus excluded. |In such case, this License incorporates
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1.3 LICENSE

the limtation as if witten in the body of this License

9. The Free Software Foundation may publish revised and/or new versions
of the General Public License fromtime to time. Such new versions wll
be simlar in spirit to the present version, but may differ in detail to
address new probl enms or concerns.

Each version is given a distinguishing version nunber. |f the Program
specifies a version nunber of this License which applies to it and "any

| ater version", you have the option of following the terns and conditions
either of that version or of any later version published by the Free

Sof tware Foundation. |If the Program does not specify a version nunber of
this License, you may choose any version ever published by the Free Software
Foundat i on.

10. If you wish to incorporate parts of the Programinto other free
prograns whose distribution conditions are different, wite to the author
to ask for permission. For software which is copyrighted by the Free
Sof t ware Foundation, wite to the Free Software Foundation; we sometines
make exceptions for this. Qur decision will be guided by the two goals
of preserving the free status of all derivatives of our free software and
of promoting the sharing and reuse of software generally.

NO WARRANTY

11. BECAUSE THE PROGRAM I S LI CENSED FREE OF CHARGE, THERE IS NO WARRANTY
FOR THE PROGRAM TO THE EXTENT PERM TTED BY APPLI CABLE LAW EXCEPT WHEN
OTHERW SE STATED | N VIRl TI NG THE COPYRI GHT HOLDERS ANDY OR OTHER PARTI ES
PROVI DE THE PROGRAM "AS | S" W THOUT WARRANTY OF ANY KIND, EI THER EXPRESSED
OR | MPLI ED, | NCLUDI NG, BUT NOT LIM TED TO, THE | MPLI ED WARRANTI ES OF
MERCHANTABI LI TY AND FI TNESS FOR A PARTI CULAR PURPOSE. THE ENTI RE RI SK AS
TO THE QUALITY AND PERFORMANCE OF THE PROGRAM | S WTH YOU. SHOULD THE
PROGRAM PROVE DEFECTI VE, YOU ASSUME THE COST OF ALL NECESSARY SERVI Cl NG
REPAI R OR CORRECTI ON.

12. I N NO EVENT UNLESS REQUI RED BY APPLI CABLE LAW OR AGREED TO I N WRI TI NG
W LL ANY COPYRI GHT HOLDER, OR ANY OTHER PARTY WHO MAY MCODI FY AND/ OR
REDI STRI BUTE THE PROGRAM AS PERM TTED ABOVE, BE LI ABLE TO YOU FOR DANAGES,
I NCLUDI NG ANY GENERAL, SPECI AL, | NCI DENTAL OR CONSEQUENTI AL DAMAGES ARI SI NG
OUT OF THE USE OR I NABILITY TO USE THE PROGRAM (| NCLUDI NG BUT NOT LI M TED
TO LOSS OF DATA OR DATA BEI NG RENDERED | NACCURATE OR LOSSES SUSTAI NED BY
YOU OR THI RD PARTI ES OR A FAI LURE OF THE PROGRAM TO CPERATE W TH ANY OTHER
PROGRAMS) , EVEN | F SUCH HOLDER OR OTHER PARTY HAS BEEN ADVI SED OF THE
PCSSI BI LI TY OF SUCH DAMAGES

END OF TERVS AND CONDI Tl ONS
How to Apply These Terns to Your New Prograns

If you develop a new program and you want it to be of the greatest
possi bl e use to the public, the best way to achieve this is to make it
free software which everyone can redistribute and change under these terns.

To do so, attach the following notices to the program It is safest
to attach themto the start of each source file to nost effectively
convey the exclusion of warranty; and each file should have at |east

the "copyright" line and a pointer to where the full notice is found

<one line to give the programis name and a brief idea of what it does.>
Copyright (C) <year> <nane of author>

This programis free software; you can redistribute it and/or nodify
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1.3 LICENSE

it under the terns of the GNU General Public License as published by
the Free Software Foundation; either version 2 of the License, or
(at your option) any later version.

This programis distributed in the hope that it will be useful,
but W THOUT ANY WARRANTY; wi thout even the inplied warranty of
MERCHANTABI LI TY or FI TNESS FOR A PARTI CULAR PURPOSE. See the
GNU General Public License for nore details.

You shoul d have received a copy of the GNU General Public License
along with this program if not, wite to the Free Software
Foundation, Inc., 59 Tenple Place, Suite 330, Boston, MA 02111-1307 USA

Al so add information on how to contact you by el ectronic and paper nail.

If the programis interactive, nake it output a short notice like this
when it starts in an interactive node:

Gnonovi si on version 69, Copyright (C year nanme of author

Gnonovi si on comes with ABSOLUTELY NO WARRANTY; for details type “show w .
This is free software, and you are wel cone to redistribute it

under certain conditions; type “show c' for details.

The hypot hetical commands “~show w and ~show ¢' shoul d show the appropriate
parts of the General Public License. O course, the comands you use nay
be called sonething other than “show w and “show c¢'; they could even be
mouse-clicks or menu itens--whatever suits your program

You shoul d al so get your enployer (if you work as a progranmer) or your
school, if any, to sign a "copyright disclaimer" for the program if
necessary. Here is a sanple; alter the nanes:

Yoyodyne, Inc., hereby disclaims all copyright interest in the program
" Gnonovi sion' (which makes passes at conpilers) witten by James Hacker.

<signature of Ty Coon>, 1 April 1989
Ty Coon, President of Vice

This General Public License does not pernit incorporating your programinto
proprietary programs. |f your programis a subroutine library, you may
consider it nmore useful to permt linking proprietary applications with the
library. |If this is what you want to do, use the GNU Li brary Ceneral
Public License instead of this License.
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1.4 PEOPLE BEHIND DOELAN 9

People behind Doelan

People behind Doelan

Doelan is developed by the bioinformatic team of the microarray platform at the Ecole Normale

Supérieure:

Name Work

Claude Jacq Transcriptome platform head responsible
Stéphane Le Crom Bioinformatic responsible and Doelan testing
Laurent Jourdren Doelan design and coding

Special thanks to:

Name Work

Corinne Blugeon, Fanny Coulpier, Frédéric Devaux and Véronique For Doelan testing
Tanty

Charles Hébert For the new logo
Contact

Who can you contact if you have any question:

You can also visits our microarray platform website .
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1.5 HOW TO CITE DOELAN 10

How to cite Doelan

How to cite Doelan
Doelan: a solution for quality control monitoring of microarray production

Laurent Jourdren and Stéphane Le Crom
Bioinformatics Advance Access published on September 22, 2005. doi:10.1093/bioinformatics/bti686
[Abstract] [Accepted Manuscript]
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2.1

2.1 DOWNLOADING 11

Downloading

Download Doelan latest version

Doelan is distributed in several formats for your convenience.

» . tar. gz archive (5.4 MiB)
* . zi p archive (5.9 MiB)

Doelan is distributed under the General Public License .

System Requirements

Component Comment

Java Runtime Environment 1.4 or above (Dolean might run under Java 5.0 but no test has been
realized).

Memory No minimum requirement. The necessary amount of memory needed

by Doelan depends on size of the files to be tested. Currently with
GPR and GAL files greater than 20,000 lines, Doelan doesn't need to
modify the memory allocation pool size (default is 64 MiB) with the
-Xmx option of the JVM.

Disk Space No minimum requirement. Approximately 11 MiB will be used by
Doelan.

Operating System No minimum requirement. Tested on Windows XP, Debian testing and
Mac OS X.
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2.2 INSTALLING 12

Installing

Standalone installation

The installation of Doelan on all platform is quite similar and very easy. You don't need to be the
administrator or the root user of your system to install Doelan.

The only tool you need to have is a zip extractor. A zip extract tool is included on Windows XP, Linux
and Mac OS.

If you are a user of Windows prior to XP, you can download 7-Zip (7-Zip is a free software) at the
following location http:/ /www.7-zip.org/ .

* Download Doelan on our website
* Unzip the archive where you want install the software

* Doeclan is ready to run.

Installation for Genepix integration

To configure Genepix integration of Genepix, you need to allow the Doelan applet in Genepix to read
and write on your filesystem and set the path to the doelan report page in Genepix.

Modify Doelan Applet security permissions

To allow a normal execution of Doelan in Genepix, you need to modify the security permissions for the
applet. Edit the { JAVA_HOVE}/ i b/ security/java. pol i cy and add the following lines:

/1 Doel an perm ssions
grant codebase "{PATH TO DOELAN}/Iib/*" {
permission java.lang. Runti mePerm ssion "*";

permi ssion java.io.FilePerm ssion "<<ALL FILES>>", "read";
perm ssion java.io.FilePerm ssion "<<ALL FILES>>", "wite";
perm ssion java.util.PropertyPerm ssion "*", "read";

{JAVA_HOVE} | is the path to your java installation and { PATH_TO_DOELAN} is the path to Doelan on
your filesystem.

Add the link to the doelan report page in Genepix
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2.2 INSTALLING

To have an access to Doelan in the report tab of Genepix, you must modify the index of the genepix
report file: C: \ Axon\ Scri pt s\ GenePi xPr o5\ Def aul t. ht m

and add the following line in Analysis Reports section:

<li>
<a href="{PATH_ TO DOELAN}\ genepi x- appl et. htm ">
Doel an Quality Report</a>.

</li>

©2004 ECOLE NORMALE SUPéERIEURE MICROARRAY PLATFORM +« ALL RIGHTS RESERVED
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2.3 RELEASE NOTES

Release Notes

14

Release History

Version Date Description
1.01 2005-09-19
1.0 2005-07-18
1.0-rc9 2005-04-15
1.0-rc8 2005-04-15
1.0-rc7 2005-04-11
1.0-rc6
Get the RSS feed of the last changes
Release 1.0.1 - 2005-09-19
Type Changes By
Add information about empty spot in the jourdren
E. report.
ﬁ Fix bug with empty spot in the arrayplot. jourdren
Fix bug with scrollbar in html documentation jourdren
ﬁ widget.
An array description can be added in the jourdren
E. report.
ﬁ Fix bug with custom empty identifiers. jourdren
ﬁl In minimal intensity test, the channel to test jourdren

can be set.

Release 1.0 - 2005-07-18
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Type Changes By

Fix bug with logarithmic axis. jourdren

|

Release 1.0-rc9 - 2005-04-15

Type Changes By
Use a Pluggable Look And Feel from jourdren
Eu JGoodies looks under *nix.

Add information pages (about test and jourdren
documentation of a test) in contextual menu.

New test: GenericTest, generic test for a jourdren
column of GPR.

New test: jourdren
GlobalMaxBadFeaturesRemovedTest, count

the maximal bad spots removed in a

TestSuite

In the output gal file, now, don't remove line jourdren
but change the the identifier of the line and

add in the description field the reason of the

reject of the spot.

The arrayplot now show in white, feature jourdren
which fail to one or more tests but doesn't be

removed.

Reorganize the file hierachy of the jourdren

application. Ready for online update of doelan
when available.

User can set the identifiers of the empty jourdren
spots.

Test identifiers are now in the same order in jourdren
the TestSuite tab and this the report.

Bad result for spot heterogenity. jourdren

Now use JFreechart to draw plot. jourdren

€ 28 @ % 8 § @ @@

Release 1.0-rc8 - 2005-04-15
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Type Changes By

ﬁl Fix bug for saving and printing report. jourdren

E. Add a framework for global tests. jourdren
New Global test: Count all the bad spotsina  jourdren

E. TestSuite.

Report tab: Show the manufactuer, the name  jourdren

EI and the revision of the array (informations

from GAL file).
Report tab: Add a line in summary section of  jourdren

E- the report which show the final result of the

TestSuite. :-)
i a Use now romde 0.6-CVS. jourdren
Majors changes in romde workflow jourdren
ﬁ} organization. Now an algorithm before
generating the report runs all the globals. Add
useful methods to get romde data object from
Romde platform container.
Release 1.0-rc7 - 2005-04-11
Type Changes By
Fix huge memory usage by BioAssay Objects  jourdren
ﬁ in Romde.

i E ArrayPlot use margin with. jourdren
ﬁ} Update maven configuration files. jourdren
% Fix Graphics plots. jourdren

Release 1.0-rc6 -
Type Changes By
E. Initial realease in CVS. jourdren
New Graph : Array visualisation. jourdren

=
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Type Changes By
ﬁl Safari problem. jourdren
Windows sample plugin compilation script jourdren
ﬁ now works.
E. Make a sample plugin : windows batch. jourdren
ﬁ} Make a logo and an icon. jourdren
Modifier le script d'integration a Genepix pour  jourdren
E. qu'il affiche un message d'erreur quand il
n'est pas executé dans Genepix.
ﬁ Change the name of the launcher. jourdren
E. New Graph : Distribution graph. jourdren
E. New test: Spot size. jourdren
E. New test: Empty spot. jourdren
E. New test: Heterogenous spot. jourdren
E. New result output : HTML report. jourdren
E- GUI : Save result array list button. jourdren
E. GUI : Save report button. jourdren
E. New array list output : GAL File. jourdren
Change the background of the graph : lighter  jourdren
ﬁ color
Show the TestSuite name in TestSuite tab jourdren
E. and report tab
E. Show the units of the thresholds. jourdren
E. Show the threshold on the graphs. jourdren
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Type Changes By
E- New test: Valid spotting. jourdren
ﬁ} Polish Report tab jourdren
E. GUI : Print report button. jourdren
Clear TestSuite and result tab when start a jourdren
ﬁ workflow.
E. Make a sample plugin (jar + source in docs).  jourdren
E. Add a progress bar. jourdren
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3.1 QUICKSTART TUTORIAL

QuickStart tutorial

19

What is a TestSuite?

A TestSuite is a collection of tests which are apply on chip to validate it.

How to create a TestSuite

When you launch Doelan for the first time, a message notify you that you need to first create a TestSuite.

Message

& Mo best suike Found.

i_reate a TestSuike and add vour own test parameters, then
zelect your GPR. and GAL files and press on Start butkon,

%]

Each TestSuite is link to a chip type,

so you need to create a chip type before creating a TestSuite. To

create a chip type or TestSuite: on the main tab click on the New button, if this button is hidden, you can
show this button and other optionals buttons by pressing on the Show advanced options. Now a dialog

box appears, select the type element

which you want to create (Chip type or TestSuite), set a name and

validate with OK button. If there is no chip type created, you cannot create a TestSuite, you must create a

chip type before a TestSuite.

Select the related microarray type:

Load the test suite yvou want to apply:

“'east L
TestSuitel hd
Load test ] [ ey ] ’ Rename ] ’ Delete ]

’ Hide advanced options ]

Of course with doelan, in addition to create chip type and TestSuite, you can rename and remove this

elements.

Edit a TestSuite

To edit a TestSuite, you must load it
button or by a click on Start button.

If you want to show and modify the

first. Loading a TestSuite is performed by a click on the Load

elements of a TestSuite, you must go to the TestSuite tab of the
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3.1 QUICKSTART TUTORIAL 20

application. In a recently created Testuite only one element compose the TestSuite. This element is not
really a TestSuite but an element to set global parameters of the TestSuite.

| i Doelan

| r-.-1air'|| TestSute | Report |

Chip type: dyg

Teszt name Deszcription
DoelanZonfigure Configure global parameters for

Madify the parameters
&dd a test

Remaove this best

Test documentation
about test

To add a new element, right click (or double click) on an existing element, select add and a dialog box
appears with the list of all availlable tests. Select one and define an identifier for this test in your
TestSuite. This test identifier must be unique.

Add a new test

lclentiter | Wax diarmeter

Algarithim Test maximal diameter of features b

| 2K || _ancel

There are two kinds of tests in Doelan: global and unit tests. The unit tests provides statistics about chip
data while global test provides informations about a set of unit tests results. You can only add one type of
global test in a TestSuite.

In a TestSuite you can customize all the parameters of the tests. To do so, right click (or double click) on
the test which you want to set the parameters and select Modify the parameters.
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Edit parameters for MinDiameterFeatureTest

Minimal diameter value (pm): a0
De=cription: Minirnal value of the diameter for a spot (included)
Maximal threshold of bad spots (3% 100
Deszcription: Threshold for the test
Remove bad spots from output arvay st yves v
De=cription: Femove invalid spaots in output arravylist file.

| QI | | Cancel

Go to the available tests page for more information about test parameters. You can also, of course
remove a test in a TestSuite with the Remove test option in the contextual menu.

You can show additional information about the test with the About test and Test documentation.

£ About MaxDiameterFeatureTest [E

Marne MaxDiameterFeatureTest
=hort description  Tast maximal diameter of features

Yersion 100

Stability stahle

Wiehzite hitp: ftranscriptome ens fridoekan

Close
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¢ MaxDiameterFeaturaTest documentation

Maximal diameter feature test

Description

The amm of (hus test is 10 regect &l spots with a too large dismeter. This Doslan test use the Genepix Dia. colutmnn.
Parameters

& Maxirnal diameter value: The masmal vahie of the dameter o micrometer for a spot to be not excluded.

# Maximal threshold of bad spois: The threshold in percent of invalid spots to rgect the tesl. In the count, emply and abscent spots aren'l considered.
« Remove had spot from the output list: If enabled, spots which don't pass the test sl be removed in output arraylst file.

Graphics

Thas test will generate a graphics showang the distribution of dimeter of the spots.

| Chzs

Launching a TestSuite

To start a TestSuite: in the main tab, select a GPR file and a GAL file, add a comment about the array

(optional), select a TestSuite and click on the Start button.

[ Chooze GPR file ]

Select the GenePix file to analyzed: Detno.gpr

Load the Gene Array List (optional): Demo.gal [ Choose GAL file ]

Array description (optional): Demonstration array| |
Start Stop

In the status bar and in the TestSuite tab, you can follow the progress of the executed TestSuite. At the
end of the execution of a TestSuite a detailled report is avaivable in the report tab.
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| f Doelan :

Wi | TestZuite | Report

Chig type: Yeast Test suite: TestSuitel

Test name Description Finished Pazzed

DoelanConfigure Configure global parameters for the test suite z E
Saturated pixels Test saturated pixels of spots [v] [v]
Heterogeneity Test Heterooeneity of festures [v] []
Ead spots removed Court the maximal bad spots removed in a test suite : :
Ahscent flag Test for absent feature flag (Flag=-75) [v] [v]
Minimal diameter Test minimal diatneter of features [v] F]
Bad spots Courit the macimal bad spots in & test suite [] []
Marcirmal diameter Test maximal dismeter of features [v] [v]
Mot foune festure Test for ot found festure flag (Flag=-50) i [] []
Minimal intensity Test if the spots have the required minimal irtensity / : :

TestSuite progress information

Start Test suite Right click or double cick to modify the test suite.

TestSuite] - 64% done

Giving an array list file (GAL file) is optional but there are two benefits to do so: First, in the report tab
you can see an image which represents the locations on the microarray of spots which pass the tests. And
secondly, you can save an output array list without rejected spots.

Report

After launching a TestSuite, Doelan generates a four parts report. The first part shows general
informations about the TestSuite used such as the current date or the name of the TestSuite. The second
part summaries all the results of the TestSuite. The next part shows detailed informations about all tests
with parameters values, the result, a comment and sometimes one or more graph to visualize the results.
If an array list file was selected, the last part of the report and represents the locations on the microarray
of spots which pass the tests (in green) and which does not (in red).
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| { Doelan el E
Main | TestSuite
A
- Resuit Result Global
Test D t 635 532 |Threshold
est name escription resho 635 532 Result

Saturated pixels | Test saturated pixels of spots 0.00 % |0.00% [<=10.00 % ||Pass FPass Pass 0
Heterogeneity Test Heterogeneity of features 56'85 iﬂ.?a == 10.00 % || Fail Fail Fail
Abscent flag Test for absent feature flag 0.00 % <= 5.00 % Pass

(Flag=-73)
Winimal digmeter | Test minimal diameter of features | 18.94 % <= 10.00 % Fail
w Test maximal diameter of features  ||0.29 % <= 10.00 % Fass
diameter
not found Test far not found feature flag 102 % =700 % Pass
feature (Flag=-50)
Minimal intensity | 12o; I e SPats have the required | g o, <= 10.00 % Pass

minimal intensity

Count the maximal bad spots in a )
Bad spots 4789 % == 10.00 % Fail

test suite
Bad spots Count thg maximal bgd spots 47 B9 % e= 1000 % Fail
remaoved remowed in a test suite

W
’ Save report ] ’ Print report ] ’ Save new Array List

TestSuite! - done

Save results

The report can be saved in HTML format or can be printed. If an array list data was selected, the creation
of a new array list file without all the rejected spots is allowed. The identifiers of all this spots will be set
to a new "empty" identifier and the description field will notify the origin of the rejection. Warning, if this
new identifier is in the list of "empty" identifiers, rejected spots in the repport map will be considered as
abscent (dotted circle) and not as rejected (red filled circle).

Save report | | Print report | | Sawve newe Array List
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Available tests

Test in Doelan

Doeclan is bundled with many tests. However, you can add your own test to Doelan thanks to the Doelan
plugin system. The writing a plugin page learns you how to do this.

Built-in Test in Doelan

The Doelan builtins tests can play with various features of the chips such spots diameter, spots flags,
spots heterogeneity, saturated pixels of the spots...

Here is the list of the built-in tests, click on a test to display documentation on parameters:

Unit tests

Test name Description

DoelanConfigure Configure global parameters for the TestSuite
BadFeature Test for bad feature flag (Genepic flag=-100)
AbsentFeature Test for absent feature flag (Genepix flag=-75)
NotFoundFeature Test for not found feature flag (Genepix flag=-50)
HeterogeneousFeature Test for heterogeneous spots

SaturatedPixels
Minimallntensity
MaxDiameterFeature
MinDiameterFeature

GenericTest

* Global tests

Test name

GlobalMaxBadFeatures

GlobalMaxBadFeaturesRemoved

Special

©2004 ECOLE NORMALE SUPERIEURE MICROARRAY PLATFORM

Test for saturated spots
Test for minimal spot intensity
Test maximal diameter of spots

Test minimal diameter of spots

Generic test to test any column of a GPR file

Description

Global test to count rejected spots

Global test to count removed spots from output file
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Test name Description

DoelanConfigure Configure global parameters for the TestSuite
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3.2.1 DOELANCONFIGURE 27

DoelanConfigure

DoelanConfigure Element

Description

This element is not a test but an element used to set several global parameters for the TestSuite.

Parameters

* The list of the "empty" identifiers. That is to say, all the identifiers of the spot that Doelan may
consider as empty spots.

* Column for empty identifiers. This can be the identifier or the description field.

* The new identifier for the spots which are rejected in the output file. Warning, if this identifier is
"empty", rejected spots in the repport map will be considered as abscent (dotted circle) and not as
rejected (red filled circle).
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3.2.2 BADFEATURE 28

BadFeature

Bad feature test

Description

The aim of this test is to count and reject all spots with a flag set at -100. This Doelan test use the Flag
column of the GPR.

Parameters

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.
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3.2.3 ABSENTFEATURE 29

AbsentFeature

Absent feature test

Description

The aim of this test is to count and reject all spots with a flag set at -75. This Doelan test use the Flag
column of the GPR.

Parameters

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.
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NotFoundFeature

Not found feature test

Description

The aim of this test is to count and reject all spots with a flag set at -50. This Doelan test use the Flag
column of the GPR.

Parameters

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.
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3.2.5 MAXBADFEATURES 31

MaxBadFeatures

Global maximum bad features test
Description
The aim of this global test is to count the number spotd which are rejected by all the unit tests. In this

test all rejected spots are counted, not only the removed spots.

Parameters

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test.
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3.2.6 MAXBADFEATURESREMOVED 32

MaxBadFeaturesRemoved

Global maximum bad features removed test
Description
The aim of this global test is to count the number spotd which are rejected by all the unit tests. In this

test only all removed spots are counted.

Parameters

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test.
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3.2.7 HETEROGENEOUSFEATURE 33

HeterogeneousFeature

Heterogeneity feature test

Description

The aim of this test is to reject all spots which are too Heterogeneous. This Doelan test use the standard
deviation of the green foreground (Genepix F635 SD column) and the standard deviation of the red
foreground (Genepix F532 SD column).

Parameters

* Maximal value of standard deviation: The maximal value of the standard deviation for a spot to be
not rejected.

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.

Graphics

This test will generate two graphics (one for each color) showing the distribution of the standard
deviation of the intensities of the spots.
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3.2.8 SATURATEDPIXELS 34

SaturatedPixels

Saturated pixels feature test

Description

The aim of this test is to reject all spots with too many saturated pixels. This Doelan test use the percent
of 635 foreground intensity (Genepix F635 % Sat. column) and the percent of 635 foreground intensity
(Genepix F532 % Sat. column).

Parameters

* Threshold maximum of saturated pixels: The maximal value in the percent of saturated pixels for
a spot to be not excluded.

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.
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329 Minimallntensity

Minimal Intensity feature test

Description

The aim of this test is to reject all spots with a too low intensity. This Doelan test use the 635 foreground
intensity (Genepix F635 Median column) and the 532 foreground intensity (Genepix F532 Median

column).

Parameters

* Minimal spot intensity: The mininum value of the intensity in each color for a spot to be not
excluded.

* Channel to test: The channel(s) to test (red, green or both).

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.

Graphics

This test will generate two graphics (one for each color) showing the distribution of intensities of the
spots.
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3.2.10 MAXDIAMETERFEATURE 36

MaxDiameterFeature

Maximal diameter feature test

Description

The aim of this test is to reject all spots with a too large diameter. This Doelan test use the Genepix Dia.
column.

Parameters

* Maximal diameter value: The maximal value of the diameter in micrometer for a spot to be not
excluded.

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.

Graphics

This test will generate a graphics showing the distribution of diameter of the spots.
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3.2.11 MINDIAMETERFEATURE 37

MinDiameterFeature

Minimal diameter feature test

The aim of this test is to reject all spots with a too small diameter. This Doelan test use the Genepix Dia.
column of the GPR.

Parameters

* Minimal diameter value: The minimal value of the diameter in micrometer for a spot to be not
excluded.

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.

Graphics

This test will generate a graphics showing the distribution of diameter of the spots.
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3212 Generic

Generic feature test

Description

This test is a versatile test. You can use it to test one of the columns which compose an GPR file.

Parameters

¢ Column name: The name of the column to be tested. The name must be the same as in a GPR file.
* Test: The type of the test (lesser than, equals, greater than...).
* Test value: A value to be tested against all the values of the selected column.

* Maximal threshold of bad spots: The threshold in percent of invalid spots to reject the test. In the
count, empty and abscent spots aren't considered.

* Remove bad spot from the output list: If enabled, spots which don't pass the test will be removed
in output arraylist file.
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3.3 WRITING YOUR OWN TEST

Writing your own test

Writing your own test

39

This section how to writing a simple plugin. In this example, we will create a test which filter spots with

flag value at notfound. There is only one requirement to produce a functional plugin: it must contains
one or more (a plugin can have more than one test) class witch extends Qual i t yUni t Test () and

implements the Modul e() interface.

The Modul e() interface force the developer to describe the module he want to add to doelan.

The abstract Qual i t yUni t Test () impose you to set the parameters (name, type and default value) of
test and wrinting a t est () witch do the job.

The end of this section show you the annoted code of a test filtering spots with flag value at notfound.
You'll find the soutce of this plugin and scripts to build it in the doc/plugin directory of doelan.

/1 1nport
i nport fr.

/1 lnport
import fr.
import fr.

/1 1nport
i nport fr.
i nport fr.
import fr.
import fr.

/1 1nport
import fr.
import fr.

/1 1nmport
import fr.
import fr.
import fr.
import fr.
import fr.

] **

Uni

t test class

ens. transcri ptone. doel an. al gorithns. Qual i tyUnit Test;

Result test classes
doel an. data. Qual i tyUni t Test Resul t;
doel an. data. Qual i t yUni t Test Resul t . Sunmar yResul t ;

ens. transcri pt one.
ens.transcri pt one.

Mod
ens
ens
ens
ens

of the classes for

ul e managenent

.transcri pt one.
.transcri pt one.
.transcriptone.
.transcriptone.

cl asses

ni vi di
ni vi di
ni vi di
ni vi di

handl

ens. transcriptone. nividi
ens. transcri ptone. nividi

of the classes for
transcri pt one.
transcri pt one.
transcri pt one.
transcri pt one.
transcri pt one.

ens.
ens.
ens.
ens.
ens.

* Plugin Sanple Test.
* This class define a test based
Laurent Jourdren

* @aut hor
*/

handl
ni vi di
ni vi di
ni vi di
ni vi di
ni vi di

c

c
C
c

. pl at f or m nodul e. About Mbdul e;

. pl at f or m nodul e. Mbdul e;

. pl at f or m nodul e. Modul eDescri pti on;
.platform Pl at f or nExcepti on;

i ng bi oassays
c. om Bi oAssay;
c.om Spotlterator;

ing paraneters in a nmodul e

.util.
.util.
.util.
.util.
.util.

par aret er .
par amet er .
par aret er .
par anet er .
par aret er .

Fi xedPar anet ers;
Par anet er;

Par anet er Bui | der;
Par amet er Excepti on;
Par anet er s;

on not found spot flags.

public class PluginSanpl eTest extends QualityUnitTest inplenments Mdule {

] **

* Get the description of the nodule.
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* The about Modul e() nethod allow to describe the test for the
* user in the doelan interface.

* @eturn The description of the nodul e

*/

publ i ¢ About Modul e about Modul e() {

Modul eDescription nd = null;
try {
nmd = new Modul eDescri ption("Pl ugi nSanpl eTest ",
"Plugin sanple Test : Test not found spot flag for BioAssay");
} catch (RondePl at f ornException e) {
get Logger().error("Unable to create the nodul e description");
}

return nd,

}

/**

* Set the paraneters of the el enent.

* The defi neParaneters() nethod allow to describe the type,

* the defaults values and the range of all paraneters of the test.
* |f the user enter enter in Doelan an out of range paraneter, the
* message will tell himthat paraneter is w ong.

* @eturn The defaults paraneters to set.

*/

protected Paraneters defineParaneters() {

try {

final Parameter threshold = new ParamneterBuil der().w thName(" Threshol d")
. Wi t hType( Par anet er . DATATYPE_DOUBLE) . wi t hDescri pti on(
"Threshold for the test").w thG eat er ThanVal ue(0)
. Wit hDef aul t Val ue("0. 10") . get Paraneter();
final Parameter filterFlags = new ParaneterBuil der().w thNane(
"Filter flags").w thType(Paranet er. DATATYPE_BOOLEAN)
.wi thDescription(
"Filter invalid features in output arraylist file")
.wi t hDef aul t Val ue("fal se"). get Parameter();

final FixedParaneters parans = new Fi xedParaneters();
par ans. addPar anet er (t hreshol d) ;
par ans. addPar aret er (filterFl ags);

return parans;

} catch (ParaneterException e) {
Systemerr.printlin(e);

}

return null;

}

/**

* Test the quality of the bioassay.

* @aram bi oassay Bi oAssay to test

* @aram arraylLi st The array |ist

* @aram paraneters paraneters of the test

* The test() method is the nain function of the test. There, the test will be
execut ed.

* @eturn A QualityQCbjectResultTest Object

* @hrows Pl atfornmException if an error occurs while executing

* the test.

*/
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public QualityUnitTestResult test(final BioAssay bioassay,

final BioAssay arraylist, final Paraneters paraneter
throws Pl atfornmException {

QualityUnitTestResult result = null;

try {

s)

final boolean[] results = new bool ean[ bi oassay. si ze()];

final int[] flags = bioassay.getFlags();

/'l Get the user paraneters val ues
final double threshold = paraneters. getParaneter("Th
. get Doubl eVal ue();
final boolean filterFlags = paraneters. getParaneter (
. get Bool eanVal ue();

i nt count Not Found = 0;
i nt count Real Spot = 0;

reshol d")

"Filter flags")

/Il lterate over the bioassay to test all the flags of the spots

Spotlterator si = bioassay.iterator();

while (si.hasNext()) {
si.next();

if (si.isEmpty() || si.isFlagAbscent())
conti nue;

/1 1f the flag of spot is not found, the spot if s
/1 the results array and will not be in the output
if (si.getFlag() == BioAssay. FLAG NOT_FOUND)

count Not Found++;
el se

resul ts[si.getlndex()] = true;

count Real Spot ++;

final double ratio = ((double) countNotFound) / ((do

/1 Set the result information in the result variable

result = new QualityUnitTestResult(bioassay, this);

resul t.set Message("Not found flag features : " + cou
+ countReal Spot + " max : " + (countReal Spot * t

resul t. set d obal Resul t Type(true);
if (filterFlags) result.setNewrl ags(results);

SummaryResult rac = result. getResul t All Channel s();
rac. set Percent (true);

rac. set Threshol dEqual i t yType("<=");
rac.setUnit("%);

rac. set Threshol d(t hreshol d) ;

rac. set Val ue(ratio);

rac. set Pass(rati o <= threshol d);

} catch (ParaneterException e) {
throw new Pl at f ornException("Error while creating pa

et to false in
gal file

ubl e) count Real Spot);

nt Not Found + " / "
hreshol d) ) ;

raneters ("

+ this.getClass().getNanme() + ") : " + e.getMessage());
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/! Return the result
return result;

}

/1
/1 Constructor
11

/**
* Public constructor.
* @hrows PlatfornException If the name or the version of the el ement
* is null.
*/

public PluginSanpl eTest () throws Pl atfornException {

/1l MJUST BE EMPTY
}
}

Compliation and installation of plugins

This section presents you the process of building a functionnal plugin after writing the source code. All
the next steps are very common, you can easily script it (with ant, unix or Windows shell). In the next
chapter you'll find two scripts (one for *nix and one for Windows) to automate the building of a simple
plugin. Wrinting an Ant script will be useful if you consider to develop a large plugin.

In your source directory compile your plugin. You can use a makefile like Ant to automate the
compilation of your sources.

Pack the generated .c/ass file in a jar file.
Copy your jarin the Doelan plugins directory.
Restart Doelan.

Now, You can use your own test in the application.

Building the plugin sample

This an script for building the .jar file of the plugin under *nix. Don't forget to teplace
PATH _TO_DOEILAN by the valid path to Doelan on your filesystem in the script.

#!'/ bi n/sh
DI RLI B=$PATH TO DCELAN | i b

for LIBin “Is $DIRLIB
do

CLASSPATH=$DI RLI B/ $LI B: $CLASSPATH
done

rm*.class *.jar
javac -cl asspath $CLASSPATH *.java
jar cf testplugin.jar *.class
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3.3 WRITING YOUR OWN TEST

This is the same script for Windows. It's a batch file, save into a text file and rename it with the .bas
extension. Be careful under Windows, with the CI.ASSPATH and PATH environement variable,
sometimes they are not set. See your Java documentation for more information.

del *.class

del *.jar

javac -cl asspath UCLASSPATH% *. | ava
jar cf testplugin.jar *.class
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34 PDF documentation
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4.1 GET THE SOURCE

Get the source

45

Download Doelan source

Doeclan source is distributed in several formats for your convenience.

* . tar. gz archive (1.5 MiB)
* . zi p archive (1.7 MiB)

Doelan is distributed under the General Public License .

Compilation

You'll find more information about how compile Doelan in the compiling section .
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Compiling

How to compile Doelan
To build Doelan, you need a Java 2 Standard Edition SDK greater or equals to 1.4.x and Maven 1.x.

First set your current directory to the base directory of Doelan. The next commands works whatever
your operating system and the "$" character represent the command line prompt. Then, you can show all
availlable commands of Maven with:

$ maven -g

To build build binary distribution:

$ maven dist-bin

'T'o build build source distribution:

$ maven dist-src

To build build both source and binary distribution:

$ maven di st

To clean the build directories:

$ maven cl ean
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43 Known bugs

Known Bugs for Doelan 1.0

* Remove freezing actions from applet mode. It is a Genepix Bug. Actualy, Axon doesn't support
embeded java applets in Genepix.

* Graphics in Doelan are not antialiased. Due to a bug in Sun Java Virtual Machine, antialiasing isn't
turn on. If you enable it, a fatal error sometimes occurs.

Submit a Doelan bug

You can submit a bug by sending a sending a mail to the doeclan list .
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4.4 FUTUR IMPROVEMENTS

48

a4 Futur improvements

Futur improvements

Load TestSuites from different source (not only filesystem, i.e. website, database) using the plugin
system.

Create several plugins for the export of the report (not only an html file, i.e. xml file, database).
* Create a new test: Test if signal/background ratio is lower than 15%

* Create a new test: Test if signal/background ratio is greater than 2 SD
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Contribute to Doelan

How can | contribute to Doelan?

Doelan is a free software project. Everybody is encouraged to contribute to Doelan. There are lots of
ways in which you can help to continue Doelan:

* Testing new versions

* Submitting bug reports to the mailling list

* Send your TestSuites (with comments) to the developer to publish it on the website
* Programming new Doelan plugins

There are several places to look for more information if you want to get involved in the development.
The first step is to subscribe to the mailing list. You will soon see something that can be improved or

added.

How do | commit a bug report?

There is actualy no automatic bug tracking system available like Bugzilla for Doelan. So, to report a bug,
you must send your report on the mailing-list .

Publish TestTuites and plugins on Doelan website

We can post on the mailing-lists your TestSuite suggestions for publication on website. For the pluggins,
please contact the developer without sending your plugin in attachment.
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5.1 ADDITIONAL TESTSUITES 50

Additional TestSuites

Additional TestSuites

In this section you will find soon, samples TestSuites for Doelan with description. You can also publish
your own TestSuite on Doelan website by send your creation on the mail lists .
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Additional Test Plug-ins

Additional Plugins

In this section you will find soon, test plugins for Doelan. You also publish your own plugins on Doelan
website by send your creation on the mail lists .
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5.3 MAILING LIST 52

Mailing list

Mailing Lists

These are the mailing lists that have been established for this project. For each list, there is a subscribe,
unsubscribe, and an archive link.

List Name Subscribe Unsubscribe Archive

doelan-list Subscribe Unsubscribe Archive
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